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ABSTRACT

The study of 150 fenugreek genotypes which were collected from five different agro-climatic
zones for their yield and yield attributing traits revealed that there is a wide range of variability
for the traits under study. The maximum plant height was recorded in HM-242 (121.23 cm),
whereas the minimum plant height was recorded in HM-281-7-2 (67.07 cm). The highest number
of primary branches per plant and secondary branches per plant was recorded in genotypes HM-
242 (6.07) and HM-242 and HM-307 (12.53) respectively. The genotype HM- HM-300 (14.43
cm) recorded maximum pod length. And the maximum number of pods per plant and seeds per
pod was recorded in HM-555 (164.40) and HM-509 (12.60). Highest yield per plant (26.2 g) and
test weight (14.53 g) were observed in the genotype HM-242.
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INTRODUCTION
Fenugreek (Trigonella foenum-graecum L.) is
an annual diploid species with chromosomal
number 2n=16. Fenugreek is commonly
known as ‘methi’ or ‘mentha’ which belongs
to the family ‘Fabaceae’. It is originated in the
countries bordering to the Eastern shores of
Mediterranean region, extending to Central
Asia. Fenugreek is an important seed spice and
is also used as leafy vegetable. It is rich in
minerals, proteins, vitamin A and C. In
Ayurvedic and Unani system of medicine,
fenugreek is known to treat many chronic

diseases. It is also having hypoglycemic and
hypocholesterolaemic properties. Fenugreek
contains several phytochemicals like steroids,
alkaloids and flavonoids®.

For any crop improvement program
presence of genetic variability in the
population is very important as it provide
chance to pick the genotype having desirable
trait for improvement and it also gives wide
range of options to improve trait of interest.
So, the evaluation of genotypes is important
for further crop improvement program.
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MATERIALS AND METHODS
The study was conducted at Research Farm of
the Department of Vegetable Science,
Chaudhary Charan Singh Haryana Agricultural
University, Hisar during the winter season of
2014-15. The experimental material consisted
of 150 fenugreek genotypes (Table 1.). These
are planted in a Randomized block design
which replicated thrice. Each genotype is
planted at a spacing of 50 cm x 10 cm (two
rows of 3.0 m length for each genotype). The
data on eight morphological and yield
attributing traits was taken in five plants which
were tagged at random in all three replications
to record the data, and analyzed by the
standard statistical methods.

RESULTS AND DISCUSSION
The results of the present investigation are
presented in the Table 1. The plant height
ranged from 67.07 cm to 121.23 cm with an
overall mean of 88.70 cm. The maximum plant
height was recorded in the genotype HM-242
(121.23 cm) followed by HM-258-1 (118.27
cm), HM-208 (118.2 cm), HM-507 (117 cm),
HM-239 (116.87 cm), HM-307 (116.53 cm),
HM-370 (116.03 cm), RM-194 (115.47 cm),
JFg-266 (115.13 cm) and LFC-93 (115.13
cm). And minimum plant height was recorded
in the genotype.

Primary branches per plant varied
from 1.06 to 6.067 with overall mean 2.90.
The genotype HM-242 (6.07) recorded
maximum number of primary branches per
plant followed by HM-239 (5.57), HM-307
(5.57), HM-258-1 (5.5), JFg-266 (5.17), HM-
208 (5.17), HM-246 (5.1), HM-370 (5.03),
HM-257 (5), GM-2 (4.93) and HM-273-1
(4.93). And minimum number of primary
branches per plant was recorded in HM-535.

Secondary branches per plant varied
from 6.23(HM-549 and HM-514) to 12.53
(HM-307 and HM-242) with overall mean
8.80. The maximum number of secondary
branches per plant was noted in the genotype
HM-307 and HM-242 (12.53) followed by
HM-258-1 (12.47), HM-507 (12.40), HM-239,
JFg-266 and HM-208 (12.37), HM-65 and
HM-526 (12.10) and HM-221, HM-257 and
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HM-57 (12.07), while the minimum number of
secondary branches was recorded in genotype
HM-549 and HM-514 (6.23).

Pod length ranged from 7.34 to 14.42
cm with overall mean of 9.79 cm. The
genotype HM-300 (14.43 cm) recorded
maximum pod length followed by HM-348
(13.08 cm), HM-542 (11.87 cm), HM-226
(11.62 cm), HM-332 (11.45 cm), HM-543
(11.37 cm), HM-534 (11.33 cm), HM-103
(11.30 cm), HM-513 (11.28 cm) and HM-528
(11.21 cm), while the minimum pod length
was recorded in HM-271.

The data pertaining to number of pods
per plant ranged from 40.7 to 164.4 with mean
value 101.14. Highest number of pods per
plant was recorded in the genotype HM-555
(164.4) followed by HM-507 (147.4), HM-332
(146.67), HM-114 (146.13), GM-1 (145.27),
LFC-93 (144.13), HM-559 (141.33), RMT-
361 (140.13), FGK-45 (138.93) and HM-526
(138.8), while the lowest number of pods per
plant was recorded in the genotype HM-501.

There was a significant difference
among the genotypes for number of seeds per
pod, which ranged from 7.06 to 12.60 with
mean value 8.99. The genotype HM-509
recorded maximum number of seeds per pod
followed by HM-510 (11.8), HM-242 (11.73),
HM-281-7-2 and HM-502 (11.47), HM-504
and HM-239 (11.27), HM-258-1 (11.2), HM-
208 (11.13) and HM-281-6-1 (10.93). And the
minimum number of seeds per pod was
recorded in HM-514.

The yield per plant ranged from 8.49
to 26.20 g with overall mean of 15.21 g.
Highest yield per plant was recorded in the
genotype HM-242 (26.2 g) followed by HM-
307 (25.24 g), HM-239 (24.58 g), HM-258-1
(24.38 g), HM-507 (24.32 g), HM-208 (24.11
9), JFg-266 (24 g), RM-194 (23.57 g), HM-
526 and HM-65 (23.52 g), while the minimum
yield was recorded in the genotype HM-514.

There was a significant difference
among the genotypes for test weight, which
ranged from 4.86 g to 14.53 g with overall
mean of 8.75 g. The maximum test weight was
recorded in the genotype HM-242 (14.53 @)
followed by HM-291 (14.52 g), HM-307
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(14.24 g), HM-239 (13.92 g), RM-194 (13.91
g), HM-507 (13.65 g), HM-65 (13.52 g), HM-
208 (13.45 g), HM-258-1 (13.38 g) and RM-
188 (13.35 Q).

From the study we can draw
conclusion that the mean performance of all
eight characters under study revealed a great
range of mean values, which concludes that
there is a wide genetic variability among the
genotypes for the traits like plant height.
Primary branches per plant, secondary

branches per plant, pod length, pods per plant,
seeds per pod, yield per plant and test weight.
Therefore there is a scope for selection of
genotypes with desirable trait to evolve variety
and for combining desirable component
characters in cross-breeding program. Similar
results were reported by earlier studies of Saha
and Kole®, Verma et al®., Banerjee and Kole®,
Gangopadhyay et al., Prajapati et al°., Ahari
et al®., and Singh et al’.

Table 1: Mean values for different plant growth parameters of fenugreek genotypes

Sr. Genotype Plant | Primary |Secondar| Pod Pods Seeds Yield/ Test
No. height |branches y Length per per plant | weight
(cm) / plant |branches| (cm) plant pod ) ()]
/ plant

1. HM-501 70.13 | 1.40 6.27 10.56 40.70 7.73 8.87 4.87
2. HM-502 104.23 | 4.23 11.60 10.11 106.07 11.47 20.99 10.99
3. HM-503 81.63 | 2.67 8.27 9.71 97.20 10.80 13.47 7.80
4. HM-504 83.37 | 3.10 9.00 8.89 86.07 11.27 15.99 8.32
5. HM-505 82.30 | 2.83 8.67 8.18 77.47 10.60 14.10 8.10
6. HM-506 77.30 | 2.00 7.03 8.92 85.87 9.80 10.89 6.55
7. HM-507 117.00 | 4.90 12.40 8.83 147.40 9.47 24.32 13.65
8. HM-508 79.67 | 2.17 7.73 10.06 94.13 8.47 12.49 7.49
9. HM-509 110.60 | 4.70 11.53 9.50 126.67 12.60 22.62 11.95
10. HM-510 81.03 | 2.43 7.87 8.46 95.20 11.80 12.68 7.68
11. HM-511 75.47 | 1.70 6.67 8.76 78.07 7.53 10.28 6.28
12. HM-512 70.57 | 1.50 6.63 9.63 108.40 7.33 9.76 5.76
13. HM-513 78.03 | 1.80 7.40 11.28 85.27 7.80 11.47 6.80
14, HM-514 70.27 | 1.27 6.23 9.71 63.33 7.07 8.49 5.83
15. HM-515 78.43 | 1.83 7.50 10.42 93.07 7.87 11.64 6.97
16. HM-517 104.60 | 4.60 11.63 10.09 99.20 10.53 22.44 12.11
17. HM-518 81.73 | 2.17 7.47 10.14 75.87 7.93 11.67 7.00
18. HM-519 106.57 | 4.20 11.45 10.20 109.93 10.40 21.49 11.15
19. HM-520 77.93 | 1.83 7.00 10.89 76.33 7.73 10.74 6.41
20. HM-521 81.57 | 2.60 8.43 10.47 82.93 8.47 13.76 7.76
21. HM-522 81.90 [ 2.33 8.13 11.15 114.20 8.33 13.21 7.54
22. HM-523 73.93 | 1.60 6.63 10.44 98.07 7.47 9.72 5.72
23. HM-524 87.70 | 3.17 9.37 9.71 102.07 8.93 15.96 8.96
24. HM-525 76.23 | 1.83 6.97 10.80 59.20 7.73 11.00 6.66
25. HM-526 113.27 | 4.80 12.10 10.44 138.80 10.60 23.52 13.19
26. HM-527 84.93 | 2.43 8.57 10.37 119.13 8.40 13.73 8.07
27. HM-528 107.47 | 4.27 11.23 11.21 122.33 10.33 21.50 11.17
28. HM-529 76.93 | 1.97 7.03 11.19 70.33 7.87 11.17 6.51
29. HM-531 81.27 | 2.27 8.17 9.98 112.07 8.20 12.89 7.56
30. HM-533 81.27 | 2.20 8.13 10.67 88.13 8.13 12.20 7.20
31. HM-532 84.93 | 2.67 8.63 11.10 93.80 8.47 14.32 8.32
32. HM-534 80.60 | 2.10 7.63 11.33 88.13 8.13 12.04 7.04
33. HM-535 71.67 | 1.07 8.30 9.04 56.40 7.20 8.96 4.96
34. HM-536 97.90 | 4.17 10.87 8.60 138.67 10.27 20.67 10.34
35. HM-537 83.03 | 2.13 7.90 8.89 108.53 8.07 12.34 7.01
36. HM-539 79.80 | 2.20 7.70 10.17 92.27 7.87 11.89 7.22
37. HM-540 86.07 | 2.90 8.47 10.15 95.00 8.67 14.32 8.32
38. HM-541 86.93 | 2.40 8.27 10.69 117.07 8.33 13.06 7.40
39. HM-542 82.80 | 2.67 8.70 11.87 87.27 8.40 13.61 7.61
40. HM-543 75.93 | 1.80 7.10 11.37 61.13 7.67 10.99 6.66
41. HM-544 74.07 | 1.83 6.73 9.83 86.07 7.53 10.43 6.09
42. HM-545 75.73 | 1.87 7.03 9.39 98.53 7.80 11.10 6.43
43. HM-546 82.33 | 1.87 7.03 9.33 81.00 7.67 10.66 6.32
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44. HM-547 76.53 [ 1.50 6.63 10.01 57.80 7.47 9.71 571
45. HM-548 101.87 | 4.07 10.93 11.08 129.53 10.27 20.92 10.59
46. HM-549 75.60 | 1.47 6.23 10.63 97.47 7.33 9.57 5.57
47. HM-550 73.77 | 2.03 7.17 9.80 81.20 7.80 11.21 6.54
48. HM-551 71.00 | 1.87 6.73 10.01 67.93 7.40 9.92 5.92
49. HM-552 7447 | 1.90 6.77 9.66 102.13 7.67 10.56 6.56
50. HM-553 76.80 | 1.90 6.70 10.01 76.47 7.60 10.41 6.41
51. HM-554 75.30 | 2.00 7.17 9.87 123.93 7.80 11.33 6.66
52. HM-555 113.30 [ 4.73 11.97 10.57 164.40 10.80 23.04 12.37
53. HM-556 84.27 | 2.13 7.70 9.93 97.13 8.13 12.16 7.16
54. HM-558 80.37 | 2.20 7.30 9.39 107.67 7.87 11.89 6.89
55. HM-559 82.60 | 2.63 8.63 9.21 141.33 8.40 13.87 7.87
56. HM-346 105.27 | 4.63 11.90 10.59 123.93 10.47 21.88 11.54
57. HM-57 114.30 | 4.90 12.07 9.26 109.73 10.80 23.29 13.29
58. HM-103 114.27 | 4.63 11.87 11.30 98.07 10.67 22.83 12.16
59. HM-257 11420 [ 5.00 12.07 8.37 119.53 10.87 23.14 12.47
60. HM-273 109.07 [ 4.47 11.40 9.51 132.87 10.40 21.55 10.89
61. HM-291 107.60 [ 4.20 11.13 8.02 114.47 10.33 21.19 14.52
62. HM-293-1 82.57 | 2.47 8.00 8.91 95.87 8.20 12.71 7.38
63. HM-346-1 78.07 | 2.10 7.77 10.43 78.33 7.87 11.60 6.60
64. HM-355 106.53 | 4.23 11.33 9.61 111.93 10.47 21.81 11.14
65. HM-444 112.60 | 4.87 11.90 10.32 137.80 10.80 23.13 13.13
66. RMT-361 87.27 | 3.03 8.97 10.00 140.13 8.80 15.44 8.77
67. GM-2 111.80 [ 4.93 11.77 9.47 131.60 10.73 22.98 12.98
68. GM-1 111.20 | 457 11.47 9.74 145.27 10.60 22.27 11.94
69. JFG-245 75.87 | 1.83 6.67 10.21 101.13 7.53 10.51 6.18
70. JFG-266 11513 [ 5.17 12.37 10.29 122.20 10.87 24.00 13.00
71. AFG-5 85.40 | 2.40 7.97 10.23 107.33 8.27 12.98 7.65
72. AFG-6 112.27 | 4.40 11.33 10.75 113.07 10.53 22.27 11.94
73. LFC-93 115.13 [ 4.80 11.60 10.85 144.13 10.80 23.13 13.13
74. FGK-45 79.27 | 2.20 8.03 10.81 138.93 8.20 12.51 7.18
75. UM-202 110.73 | 4.17 11.47 10.73 113.73 10.60 22.29 11.96
76. UM-354 102.27 | 4.00 10.83 9.45 88.27 10.13 20.42 9.75
77. NDM-69 112.73 | 4.67 11.57 10.34 101.13 10.87 22.88 12.88
78. NDM-72 109.87 [ 4.63 11.67 9.86 127.93 10.60 22.58 12.25
79. RM-188 113.87 [ 4.70 11.73 11.00 85.40 10.73 23.35 13.35
80. RM-194 11547 [ 4.70 12.00 10.75 124.60 10.80 23.57 13.91
81. NC-1 78.93 | 2.13 7.93 10.35 93.93 7.87 11.73 6.73
82. NC-2 82.60 | 2.43 8.47 9.51 91.67 8.40 13.51 7.84
83. PEB-1 111.33 [ 4.23 11.33 10.09 103.73 10.53 22.43 12.10
84. R.KRANTI 109.30 | 4.07 11.20 10.95 98.87 10.33 21.23 10.56
85. JFG-235 112.27 | 4.53 11.50 10.85 105.47 10.67 22.34 12.68
86. HM-65 114.60 | 4.87 12.10 9.73 120.27 10.80 23.52 13.52
87. HM-114 113.03 [ 4.63 11.60 10.53 146.13 10.53 2244 12.44
88. HM-202 76.10 | 2.07 6.53 10.49 98.00 7.73 10.66 6.33
89. HM-202-2 76.67 | 2.03 7.37 9.62 79.33 7.93 11.40 6.73
90. HM-204 73.60 | 1.93 6.60 9.55 123.07 7.60 10.48 6.14
91. HM-204-1 71.77 | 1.87 6.40 9.47 101.00 7.53 10.25 6.25
92. HM-205 113.20 | 4.63 11.30 9.79 98.27 10.73 22.69 12.69
93. HM-208 118.20 [ 5.17 12.37 9.93 126.13 11.13 24.11 13.45
94. HM-208-1 70.90 | 1.47 6.33 8.43 87.07 7.40 9.72 5.72
95. HM-211 71.90 [ 1.60 6.27 10.97 98.20 7.53 10.03 6.03
96. HM-211-1 70.77 | 1.57 6.33 8.97 77.33 7.47 9.59 5.59
97. HM-214 78.53 | 1.87 7.40 8.99 85.00 7.93 11.50 6.84
98. HM-219 75.07 | 1.73 6.80 8.50 93.53 7.67 10.23 6.23
99. HM-221 11340 [ 4.73 12.07 9.01 101.27 10.80 23.13 13.13
100.{ HM-226 7150 [ 1.57 6.33 11.62 55.33 7.53 10.03 7.36
101.| HM-232 76.20 | 1.77 6.87 8.92 86.40 7.73 10.90 6.56
102.| HM-232-1 79.23 | 2.17 7.13 9.43 83.13 7.93 11.63 6.63
103.[ HM-232-2 81.90 [ 2.20 8.10 9.40 125.27 8.13 12.17 8.84
104.[ HM-232-3 7450 [ 1.90 6.93 8.95 59.80 7.80 11.22 6.88
105.| HM-232-4 75.27 | 2.07 7.30 9.12 85.13 7.87 11.36 8.36
106.| HM-233 74.60 | 1.80 6.83 9.47 82.73 7.53 10.61 7.94
107.| HM-236 7553 [ 177 6.97 9.06 95.60 7.53 10.36 6.03
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108. HM-239 116.87 | 5.57 12.37 8.89 | 136.93 | 11.27 | 2458 | 13.92
109.[ HM-240 7457 [ 177 6.67 9.38 68.00 7.67 | 1075 6.42
110.[ HM-241 79.47 | 1.97 7.60 9.44 | 108.07 7.87 | 11.99 6.99
111.[ HM-242 121.23 | 6.07 12.53 9.93 [ 12833 | 1173 | 26.20 | 1453
112.[ HM-242-1 75.23 | 1.87 6.83 8.23 86.67 7.73 | 10.69 6.35
113.[ HM-246 113.93 [ 5.10 11.93 9.05 90.73 | 1073 | 22.85 | 12.85
114.[ HM-246-1 76.87 | 2.03 7.27 8.67 | 107.00 7.80 | 1152 6.85
115.  HM-247 80.53 | 2.03 7.77 8.32 | 105.27 7.93 | 11.90 6.90
116.[ HM-253 76.27 | 1.90 6.97 9.12 [ 11353 773 | 10.84 6.18
117.[ HM-253-1 70.83 | 1.70 6.53 9.21 97.67 7.40 9.01 5.01
118. HM-254 74.83 | 1.83 6.83 8.35 85.00 7.73 | 10.66 6.32
119.[ HM-257-1 71.73 | 1.60 6.63 8.57 55.73 7.40 9.96 6.96
120.[ HM-258 71.83 | 1.83 6.77 9.03 [ 131.67 7.60 | 10.07 6.07
121.[ HM-258-1 118.27 | 5.50 12.47 9.27 [ 10413 | 1120 | 24.38 | 13.38
122.[ HM-259 76.90 | 1.80 6.73 | 10.16 | 107.20 7.73 | 10.59 6.26
123.[ HM-259-1 7317 [ 1.73 6.77 8.73 59.47 753 | 10.34 6.34
124.| HM-267 77.80 | 1.90 7.37 8.69 | 109.13 7.87 | 11.37 8.04
125.| HM-267-8 77.87 | 2.00 7.30 8.27 89.00 7.93 | 1157 6.91
126. HM-271 75.97 | 1.90 7.03 7.35 | 116.33 7.80 | 11.06 8.40
127.[ HM-271-2 80.40 | 2.10 7.97 8.11 [ 123.93 8.13 | 12.36 7.03
128.| HM-273-1 11250 | 4.93 11.70 9.51 | 102.67 | 10.80 | 23.01 | 13.01
129.| HM-277 70.27 | 1.47 6.60 | 10.11 78.53 7.40 9.70 5.70
130.| HM-277-1 7250 | 1.67 6.87 8.71 | 127.47 7.60 [ 10.13 7.47
131.[ HM-278-1 80.83 | 2.63 7.60 7.89 88.80 8.53 | 14.15 8.15
132.[ HM-278-2 71.50 | 1.80 6.73 9.01 65.27 7.60 | 1043 6.43
133.] HM-346-2 70.30 | 1.60 6.60 9.17 | 107.33 7.47 9.51 6.84
134.| HM-280 82.50 | 2.70 8.70 [ 10.97 86.20 8.53 | 14.20 7.87
135.[ HM-280-1 82.50 | 3.07 9.00 [ 10.19 88.73 8.87 | 1544 8.77
136.[ HM-281 113.17 [ 4.70 11.73 8.82 8440 | 1060 | 22.69 [ 12.69
137.| HM-281-6 7527 | 1.77 6.77 746 | 11380 | 1080 | 10.68 6.35
138.| HM-281-6-1 72.50 | 1.90 6.60 9.47 7187 [ 1093 [ 1022 6.22
139.[ HM-281-7-2 67.07 | 1.17 6.27 | 10.85 4720 | 1147 9.04 6.04
140.[  HM-300 76.20 | 1.87 7.33 | 1443 [ 12407 [ 1087 | 11.39 6.73
141.| HM-305 8153 | 2.97 8.97 | 1046 | 11693 [ 1033 [ 1478 [ 10.12
142.| HM-307 116.53 | 5.57 12.53 9.11 | 126.67 | 10.73 | 2524 | 14.24
143.[ HM-307-1 85.77 | 2.87 9.10 [ 1079 [ 107.00 [ 1033 | 14.96 8.62
144.[  HM-320-7 82.37 | 2.30 8.17 9.71 [ 113.20 9.80 | 12.96 8.96
145.] HM-332 11367 | 4.77 11.87 | 1145 | 14667 | 10.07 [ 2301 [ 13,01
146.| HM-343 11127 | 4.43 11.60 8.86 | 131.07 947 | 2237 [ 1173
147.[ HM-348 113.93 | 4.83 11.90 [ 13.08 [ 120.13 940 | 23.09 [ 12.43
148.[ HM-355-1 73.23 | 1.83 7.10 8.24 83.93 9.07 | 1045 6.12
149.] HM-359 11167 | 4.67 11.63 | 10.70 80.87 933 [ 2181 [ 1181
150. HM-370 116.03 | 5.03 12.03 8.11 | 121.27 9.73 | 2337 [ 13.04

SEd 231 [ 021 0.40 0.40 0.57 0.80 3.52 1.29

CD 5% 2.09 [ 1.46 0.61 0.80 1.12 1.58 1.56 1.74

CV (%) 514 [ 857 4.54 5.09 0.69 6.66 641 | 12.36
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